showing that NUDT18 has a preference for oxidized nucleotides although the activity is very low. NUDT17 displays low activity with 8-oxodGTP and 2-OH-dATP. Data presented are average ± standard deviation from two independent experiments.
Supplementary
Figure 2 NUDT15 is a dimer in solution. (a) Size exclusion chromatography elution profile of NUDT15 (red, elution peak at 11.96 ml), MTH1 (blue elution peak at 13.58 ml), and combined sample of NUDT15 and MTH1 (green, elution peaks at 11.96 and 13.62 ml). The elution profiles suggest that MTH1 (primary sequence-18 kDa) is a monomer in solution, as previously demonstrated, and NUDT15 (primary sequence-19 kDa) is a dimer. ) of SAXS data of NUDT15 at 13.5 mg/ml with linear regression (for points shown in red) used for determination of R g (R g = 2.05 ± 0.09 nm). The lower plot (blue) shows the residuals of the linear regression. The sample shows no signs of aggregation or inter-particle repulsion. All samples in the concentration series yielded the same radius of gyration. (e) Distance distribution function calculated for SAXS data of NUDT15 at 13.5 mg/ml with Dmax = 6.25 nm, used for solution envelope reconstructions. Figure 4b . UT= untransfected, NT= non-targeting siRNA. siRNA sequences used are described in the materials and methods section. The membranes were physically cut before blotting the individual pieces with various antibodies and imaged together. We are showing the individual pieces of relevant blots.
